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CONCLUSIONS

Results confirmed 100 % correspondence between latex and FT-IR method, showing that FT-IR
technology can be used as a valid method for L.pn. serotyping, underlining the possibility to find erroneous
latex serotyping.
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From 2002, ARPA FVG Udine Laboratory
is the reference centre for Environmental
Legionellosis Diagnosis. The laboratory

is accredited ISO 17025:2017, ISO
11731:2017 for cultural method

for the isolation of Legionella and

ISO 12869:2019 for detection and

quantification of Legionella using gPCR. |{

Furthermore, WGS sequencing can be a valuable support in order to understand if there are other
characteristics that determine the spatial distribution of isolates in different clusters.




